2008 Report on the Plasma Proteome Project to the HUPO I nitiatives
Committee and HUPO Council (co-chairs, Ruedi Aebersold, Gil
Omenn, Y oung-Ki Paik, 15 July 2008)

Major activities:

1. At the Seoul, Korea, HUPO 6" World Congress of Proteomics, Ruedi Aebersold, Gil
Omenn, and Y oung-Ki Paik were reappointed co-chairs of the HUPO Plasma Proteome
Project. The PPP held avery well-attended Workshop on 6 October, 2007, outlining the
plans for advanced technology platforms, large-scale datasets, and collaboration with
proteome studies of other initiatives and laboratories globally.

Outline of the Next Phase for the PPP
¢ Quantitation and subproteomes (PTMs) with new methods and advanced
instruments
¢ HUPO Plasma Proteome Databases, with robust bioinformatics analyses and
distributed file sharing system (Tranche)

e Convergence of HUPO organ-based and disease-related proteome studiesto a
common pathway in the plasma proteome

Invitation to participate in the PPP Next Phase:

o Criteriafor labs: substantial scope of funded work, advanced state of technology
platforms, commitment to contribute datasets in timely fashion for collaborative
analyses, and interest in active participation in PPP workshops and other forums
and in generating significant publications.

e Indicate your willingness to organize cross-initiative collaborative analyses if you
are in the leadership of aHUPO initiative.

Attend HUPO PPP Workshops in Seoul, Amsterdam

e Contact Gil Omenn: gomenn@umich.edu.

Program for the PPP Workshop in Seoul, Oct 2007

20:00-20:45 Panel: Advances in Technology Platforms and Analytical Strategies for
Quantitation, Identification of PTMs, Throughput
Aebersold, Mallick, Hunter, Jensen, Hochstrasser, Smith, Zeng

20:45-21:30 Panel: Informatics and Databases for the Plasma Proteome
Martens, Deutsch, Beavis, Kapp, Nesvizhskii, Pandey

21:30-22:00 Panel on Plasmaas Final Common Pathway for Biomarkers Emerging
from Organ and Disease Proteome Initiatives
John Bergeron, moderator; He, Ping, Schnitzer, Y amamoto

2. Omenn spoke on “International Collaboration in Proteomics and Informatics’ at The
Bibliotheca Alexandria, Alexandria, Egypt, 7 November, 2007.

3. The PPP was represented by Eric Deutsch at the 2008 January Barbados conference
hosted by John Bergeron. Omenn participated in the development of the HUPO
Proteome Project proposal.



4. The ProteomExchange scheme was created to link EBI/PRIDE, as a repository for
well-annotated original datasets and analyses; Tranche/Proteome Commons.org for
global file distribution; and | SB/PeptideAtlas, where al the plasma proteome datasets
will be re-analyzed with the TransProteomicPipeline from primary data and combined
into aresource for general use. See ProteomExchange document attached.

5. The PPP had a prominent place on the program of the U.S. HUPO Annual Meeting in
Bethesda 18 March 2008, including Deutsch’s unveiling ProteomExchange.

6. The PPP has organized a Workshop for the HUPO 7" World Congress in Amsterdam,
Sunday 9:30AM to Noon, 17 August, 2008. The ProteomExchange will be presented to
the international HUPO community, and the pioneer contributorsto this new phase of the
PPP will present their findings and their experience with ProteomExchange.
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